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Hello! 
The CSiN score calculation script is called automatically, as part of the detect_neoantigen.pl pipeline 


https://github.com/tianshilu/QBRC-Neoantigen-Pipeline/blob/master/detect_neoantigen.pl 


| suggest you to run our pipeline for detection of neoantigens, and also calculation of CSiN, which may be more accurate 

Modifying your neoantigen/mutation data for input into CSiN.R is a little difficult. If you insist on doing this, | suggest you to run our mutation calling and 
neoantigen calling pipelines on some example data, and check the output format of everything before the point of CSIN.R. Then mimic that format for your 
data. 


Thanks! 


Tao 
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